Appendix 1. Accession numbers of COI gene sequences for Scrombidae species retrieved from NCBI 
	No.
	Accession Number
	Species Name
	Link Acces

	1
	HM389722.1 
	Auxis thazard
	https://www.ncbi.nlm.nih.gov/nuccore/HM389722.1 

	2
	OQ387057.1 
	Katsuwonus pelamis
	https://www.ncbi.nlm.nih.gov/nuccore/OQ387057.1 

	3
	OQ387419.1 
	Euthynnus affinis
	https://www.ncbi.nlm.nih.gov/nuccore/OQ387419.1 

	4
	OQ387746.1 
	Thunnus albacares
	https://www.ncbi.nlm.nih.gov/nuccore/OQ387746 

	5
	OQ386742.1
	Acanthocybium solandri
	https://www.ncbi.nlm.nih.gov/nuccore/OQ386742.1 

	6
	OQ387762.1
	Scomberomorus commerson
	https://www.ncbi.nlm.nih.gov/nuccore/OQ387762.1 

	7
	OR524406.1
	Gymnosarda unicolor
	https://www.ncbi.nlm.nih.gov/nuccore/OR524406.1 

	8
	OQ385921.1
	Grammatorcynus bilineatus
	https://www.ncbi.nlm.nih.gov/nuccore/OQ385921.1 

	9
	MT455858.1 
	Thunnus obesus
	https://www.ncbi.nlm.nih.gov/nuccore/1842678370 

	10
	LC503083.1 
	Rastrelliger kanagurta
	https://www.ncbi.nlm.nih.gov/nuccore/LC503083.1 

	11
	LC502925.1
	Rastrelliger faughni
	https://www.ncbi.nlm.nih.gov/nuccore/LC502925.1 

	12
	LC502887.1
	Rastrelliger brachysoma
	https://www.ncbi.nlm.nih.gov/nuccore/LC502887.1 



Appendix 2. Nucleotide characteristics of the COI gene
	No
	Species
	Nucleotide composition (%)
	Length of gene sequence
	G+C Content (%)
	Mutations

	
	
	T
	C
	A
	G
	
	
	Tr
	Tv
	Ps

	1
	Auxis thazard
	29.0
	29.5
	23.4
	18.1
	624
	47.6
	1
	-
	1

	2
	Katsuwonus pelamis
	31.2
	27.5
	23.2
	18.0
	596
	45.5
	3
	4
	7

	3
	Euthynnus affinis
	30.4
	28.5
	22.0
	19.1
	596
	47.6
	3
	-
	3

	4
	Thunnus albacares
	28.7
	29.0
	24.3
	17.9
	585
	47
	1
	1
	2

	5
	Acanthocybium solandri
	28.7
	29.6
	23.9
	17.9
	612
	47.5
	1
	1
	2

	6
	Scomberomorus commerson
	29.4
	29.8
	22.8
	18.0
	635
	47.7
	-
	-
	-

	7
	Gymnosarda unicolor
	29.0
	29.5
	22.7
	18.7
	630
	48.3
	-
	-
	-

	8
	Grammatorcynus bilineatus
	29.7
	28.8
	22.3
	19.1
	632
	47.9
	-
	-
	-

	9
	Thunnus obesus 
	28.7
	28.3
	23.9
	19.1
	644
	47.4
	-
	-
	-

	10
	Rastrelliger kanagurta
	28.6
	29.7
	22.5
	19.3
	644
	48.9
	-
	-
	-

	11
	Rastrelliger faughni
	28.0
	30.6
	23.5
	17.9
	614
	48.5
	-
	-
	-

	12
	Rastrelliger brachysoma
	28.7
	29.3
	22.3
	19.8
	642
	49.1
	-
	-
	-


Note: Tr= Transition, Tv= Transversion, Ps= Site polymorphism, T = Timin, C = Citosin, A = Adenin, G = Guanin
Appendix 3. Percentage of COI amino acids 
	Species
	Amino Acids

	
	Ala
	Cys
	Asp
	Glu
	Phe
	Gly
	His
	Ile
	Lys
	Leu
	Met
	Asn
	Pro
	Gln
	Arg
	Ser
	Thr
	Val
	Trp
	Tyr

	Auxis thazard
	11.06
	0.00
	3.37
	0.96
	7.21
	9.13
	1.92
	8.65
	0.48
	15.87
	4.81
	4.33
	6.73
	2.40
	1.44
	5.77
	5.77
	5.77
	2.40
	1.92

	Katsuwonus pelamis
	10.61
	0.00
	3.53
	0.51
	7.58
	9.09
	2.02
	8.59
	0.51
	15.2
	5.05
	4.55
	7.07
	2.53
	1.01
	5.56
	6.06
	6.06
	2.53
	2.02

	Euthynnus affinis
	10.61
	0.00
	3.54
	0.51
	7.58
	9.09
	2.02
	8.59
	0.51
	15.15
	5.05
	4.55
	7.07
	2.53
	1.01
	5.56
	6.06
	6.06
	2.53
	2.02

	Thunnus albacares
	10.77
	0.00
	3.59
	0.51
	6.67
	9.23
	2.05
	8.72
	0.51
	15.38
	5.13
	4.62
	7.18
	2.56
	1.03
	5.64
	6.15
	6.15
	2.05
	2.05

	Acanthocybium solandri
	10.78
	0.00
	3.43
	0.98
	7.35
	8.82
	1.96
	8.82
	0.49
	15.69
	4.90
	4.41
	6.86
	2.45
	1.47
	5.39
	5.88
	5.88
	2.45
	1.96

	Scomberomorus commerson
	10.43
	0.00
	3.32
	0.95
	7.11
	9.48
	1.90
	9.00
	0.47
	15.64
	4.74
	4.27
	7.11
	2.37
	1.42
	5.69
	6.16
	5.69
	2.37
	1.90

	Gymnosarda unicolor
	10.95
	0.00
	3.33
	0.48
	7.14
	9.05
	2.86
	8.10
	0.95
	15.24
	4.76
	4.29
	7.62
	2.38
	0.95
	5.71
	5.71
	5.71
	2.86
	1.90

	Grammatorcynus bilineatus
	10.48
	0.00
	3.33
	0.95
	7.14
	9.05
	1.90
	8.57
	0.48
	15.71
	4.76
	4.29
	6.67
	2.38
	1.43
	6.19
	6.19
	6.19
	2.38
	1.90

	Thunnus obesus 
	10.75
	0.00
	3.27
	1.40
	7.01
	9.35
	1.87
	8.41
	0.47
	15.42
	5.14
	4.21
	6.54
	2.34
	1.40
	5.61
	6.07
	6.07
	2.80
	1.87

	Rastrelliger kanagurta
	10.28
	0.00
	3.27
	0.93
	7.01
	8.88
	1.87
	7.94
	0.47
	15.42
	5.14
	4.21
	6.54
	2.34
	1.40
	7.01
	6.54
	6.07
	2.80
	1.87

	Rastrelliger faughni
	10.29
	0.00
	3.43
	0.49
	7.35
	8.33
	1.96
	7.84
	0.49
	14.71
	4.90
	4.41
	7.84
	2.45
	0.98
	6.86
	6.37
	5.88
	2.94
	2.45

	Rastrelliger brachysoma
	10.28
	0.00
	3.27
	1.40
	7.01
	8.88
	1.87
	7.94
	0.47
	15.42
	5.14
	4.21
	6.54
	2.34
	1.87
	6.54
	6.54
	6.07
	2.34
	1.87


Note:  Ala (alanine), Cys (cysteine), Asp (aspartic acid), Glu (glutamic acid), Phe (phenylalanine), Gly (glycine), His (histidine), Ile (isoleucine),	Lys (lysine), Leu (leucine), Met (methionine), Asn (asparagine), Pro (proline), Gln (glutamine), Arg (arginine),	Ser (serine), Thr (threonine), Val (valine), Trp (tryptophan), Tyr (tyrosine)


