Tables and Figures

1. Tables

Tabel 1. The information of primers used to amplify Pit-1|HinfI gene in Grati PO cattle (Moody et al. 2005)
	Locus
	Location of polymorphic site
	Primer sequences (5’-  ‘3)
	GenBank Acc. No.
	Amplicon size (bp)
	Annealing Temperature (°C)

	Pit-1|HinfI
	Exon 6
	F : CAATGAGAAAGTTGGTGC
R : TCTGCATTCGAGATGCTC
	Y15995.1
	1301
	60



Table 2. Genotype and allele frequencies in the Pit-1|HinfI genes in Grati PO cattle
	Locus
	Total samples
	Genotype
	n
	Frequency
	Allele
	Frequency
	HWE

	
	
	
	
	
	
	
	χ2hit
	χ2tab

	Pit-1|HinfI
	107
	AA
	0
	0.000
	A
	0.005
	0.002
	5.991

	
	
	AB
	1
	0.009
	B
	0.995
	
	

	
	
	BB
	106
	0.991
	
	
	
	


n = number of individuals; HWE = Hardy-Weinberg Equilibrium; if  χ2hit <χ2tab (0.05) means the genotype frequency is in HWE

Table 3. Heterozygosity and PIC value of Pit-1|Hinf1 gene in Grati PO cattle
	Locus
	n
	He
	Ho
	PIC

	Pit-1|HinfI
	107
	0.009
	0.009
	0.009


n = number of sample, He = Expected heterozygosity, Ho = Observed heterozigosity, PIC = polymorphism information content

Table 4. Allele frequency of Pit-1|HinfI gene in different breeds of cattle
	Species
	Breeds
	N
	Allele Frequency
	References

	
	
	
	A
	B
	

	Bos taurus
	Holstein
	214
	0.150
	0.850
	Woolard et al. (1994)

	
	Hereford
	45
	0.210
	0.790
	Moody et al. (1995)

	
	Qinchuan
	67
	0.232
	0.768
	Zhang et al. (2009)

	
	Piedmontese
	287
	0.250
	0.750
	Di Stasio et al. (2002)

	
	Angus
	416
	0.331
	0.669
	Zhao et al. (2004)

	
	Sarabi
	82
	0.622
	0.378
	Javanmard et al. (2005)

	
	Golpayegani
	57
	0.755
	0.254
	Javanmard et al. (2005)

	
	
	
	
	
	

	Bos indicus
	PO
	107
	0.005
	0.995
	This study

	
	Indian Gyr
	51
	0.020
	0.980
	Mukesh et al. (2008)

	
	Ongole 
	42
	0.048
	0.952
	Mukesh et al. (2008)

	
	Brazilian Gyr
	40
	0.050
	0.950
	De Mattos et al. (2004)

	
	Deoni
	48
	0.054
	0.946
	Mukesh et al. (2008)

	
	Brahman
	324
	0.059
	0.941
	Beauchemin et al. (2016)

	
	Dangi
	37
	0.068
	0.932
	Mukesh et al. (2008)

	
	Hariana
	42
	0.114
	0.886
	Mukesh et al. (2008)

	
	Sahiwal
	45
	0.130
	0.870
	Mukesh et al. (2008)

	
	Nanyang
	100
	0.465
	0.535
	Xue et al. (2006)

	
	Taleshi
	70
	0.771
	0.229
	Javanmard et al. (2005)

	
	Nellore
	79
	0.897
	0.103
	Curi et al. (2006)

	
	
	
	
	
	

	Bos javanicus
	Bali
	245
	0.018
	0.982
	Jakaria and Noor (2015)

	
	
	
	
	
	

	Crossbreedsa
	F1 LxQ1
	47
	0.181
	0.819
	Zhang et al. (2009)

	
	F1 AxQ2
	36
	0.333
	0.667
	Zhang et al. (2009)

	
	½ Angus3
	245
	0.641
	0.359
	Curi et al. (2006)

	
	Canchim
	517
	0.790
	0.210
	Grossi et al. (2015)

	
	Canchim
	30
	0.883
	0.117
	Curi et al. (2006)

	
	½ Simmental4
	30
	0.867
	0.133
	Curi et al. (2006)

	
	
	
	
	
	


aBos taurus x Bos indicus; 1Limousine x Qinchuan; 2Angus x Qinchuan; 3Angus x Nellore; 4Simmental x Nellore

2. Figures
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Figure 1. Genotype visualization of Pit-1|HinfI gene in PO cattle in a 2% agarose gel. AA = AA genotype ; AB = AB genotype ; M = 100 bp DNA ladder. The 45 bp band is not visible in the gel.
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